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Boxplot of microarray intensity
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Pairwise plot with sample correlation
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Pairwise MA plots between samples
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Density plot of coefficient of variance
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Sample relations based on 860 genes with sd/mean > 0.1
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Sample relations based on 860 genes with sd/mean > 0.1
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vST transformed
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Boxplot of microarray intensity
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Pairwise plot with sample correlation
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Principle component 2
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Standard Deviation

(A) Relations of probe Mean and SD
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Standard Deviation

(A) Relations of probe Mean and SD
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Empirical probability
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Percentage of concordant probes (%)
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